Figures 1A — M 



>CEGP1 intron 1, 1566 bases 

GTGAGTGTCCGGCCGCGGGGGCGCACCTGGCACAGCAGGCAGGGCCAGGA 
AGAGTGTTTAGGTCCCCGGCGGAGTCCAGAGCCGGGCGCGCGGGGCTCGG 
GGCTGGCGGCTGCAGCTCCGCGGGGGCCTCTGCTCCCCCCGGGACCTCAC 
CCGCCGGCCGGGCCAAGGCGCCACGACCGCTGGGGCCCTGAGTCCTTCGG 
CCCGGCCTCGGACCCGGAGCTGCTGACGGTTCCCGCCCCGGTCCGGATGC 
CTCCAGAGCGCCTGCTAGTCAGACCGTCGCCGGCGAGCAGGCAGGAGGGT 
GCGGACCCTGGCCTTGGGGTCCCGCGCCTCAGCGTAGGCGGGGAAACTGA 
GGGCCGGGCCGGGCACATCCGCGAGGCGGTGGCAGCTTTGCCGTTTCTTT 

CTTTGGGGGCCGGCAAGTTCTGCTGATGGCTTCGGGGTGGGCTCCAGAGA 

CTTTTCTGTCAGCGGAACAGCGCCTGTTCCGATCTGGGAATTACCCTGAA I MGB-CEGI 

GCAGCAACAAGCCTAGGTTTTCAGCAGAGAACTTTGGTTTCCAGAGAGGA I Z 

CTCTGGACGTGCTGTGCTTACTGGACTTGCAATACTTTCAAAATGCTTTT 
GTTTTTAATTAATATCCTGGAGTAGTGTCAACCCAGGAAATACTTCTGCC 
AAGGCGGGTTTCCAGGTTGAGAGGATGGGCAGGGGTGGGAGTGCAGGGGG 
CCGGCCATGGGGACACCATCCCCGCTTCGCAGCATCTGAGAGCCCTGGAT 

GACATCTGCTCCGATCCCGGGGCAGACTTCCCATAAATACTCTAAACCAG Figure 1A 

CNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNLTNNlSr^^ 

NNNNNNNNNNNNNNNN^ 

AGACAGCTGCTTGGTGTTCAGAGCTTGTCTGTCCGTTTGGTCCTTTCCTC 

CTTTAGCGGGCATGTAGGTACTATTNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNISTN^^ 

NNNNNNNNTSTK^ 

NNNNNNNNNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNMNNNNNNNNNNNN^ 

NNITONNNNISTN^^ 

NNNNNNNlsnsnS^ 

NNNNNNNNNNNNNm 

NNNNNNNNNNNNNNNNNNCACATGGCCTGGGAGCCTGTACCAGGTGTCAG 
CTGTGCTCTTTTGCAG 



>CEGP1 intron 4, 4985 bases 

GTACCTCTGCCCAGCTGTGGATGGGGGCAGAGCCACATCTGAGACCCTCT 

CCCTTGCACGCGCACACACACACTGACTCTAGNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNlSnSTNN^ 

NNNNNNNNNNNNNNNNNNNNNM 

NNNimNNNNNNNNN^ 

NNNATCTTTACATAGAATACATTTCAAACATGACTAGATGTCTCAGGAGC 

AATATAGTGGATGATCTGCCAAGTTTTTCAAAAAGGTGCTGAAAACCACA Figure IB 

GCACCAGTATGAGCCTGCTCCCTGCTCTGGGTGGGTAGGGAGGAGGCTGG 

ATCCTTCCCATGCAGACTTTCAATGAAGTGCCCTGTTTTCAGCCCCAAGC 

TAGATCCGGCCCTTCCATGTTTTGCATTTTTGAGCTCCGAGGGGCAGAAG 

GGCTCCCTCCCTGGACTTTCCGTGCTGTGGTTTCCTTCGCCTACGTCACC 

ATTTATCATTCCTCTGTAAATTTGCCGGAAACTCTTCTCTTCTGATGTCC 

TTCTCTTCATTCTCTTTGCTTTGAGTTTATACCTTTTTTCATTCCTCTGT 

TACTTAGTAGATTCTTGAGAGGAAGGGGCATTAAGTACATGTGGCCAATC 

AGTTATTTTTAACTGAATGTCATCCTTTTAACTCTTCCCTGCTCTTTCTT 

AAGCTAAAGAGTCACATTTTGGTGGCTGTGTTCCTCTTGGAGTTGCATCT 

GCCTATTTTTAGGGGAAGTGCCCTAAATACTAGCCTATTAACCCCTTTGG 

CCATGTGCTGCTTATTCTTTCCCATTACTTAAGAATGAGGTCATTTTAAT 

TTCTTCTACTATTTAATCACAAATTTATAGATTGTTTTAATCCTGGTCTT 

GGTAACTTTTCAAGGGTTTCTTCATGGAAGATGATTTTTGTCTCATTTTC 



CAAGGATGGCAGCTCACACCTTATACTTAACTAGAATACCTGTTTGGGTA 

CCAAGAAAAATTGTCAGAGGAAC C CC CAGGGGCC AATGGGTTTGATGGCT 

ATCATCACCCAGAGCCTGCTCATTCTCAGCGTTTGGGGCGGGGAAGTCAC 

ACATACTGGCTTTGATCAGGCAGATTTCCTATCTTGTGCCAGGTGTGGCC 

CTTGATAAAGTAGCAGTTGGGTTTCATTTTCCTGCCAGGTTCTCTGGGGT 

CATTGGTGTGCCCTGCACTCTTGTCCAATGTAGGCCAAATTCGAGATGGG 

AATGAATTAGGAGGCCAGTGGCACAGAGTGATCCGAATCTCAGGGCATCT 

CTCCTTTTGATTGCTCAAAGCTGCTTCCTGGGAAGTCACTTTGGCTTCCT 

CTGCAGGTGGCTGGGGAGGGATGTGGGAACTGCAGGTTAAAGCCATCGCT 

TGAGCCCTCACGGTCTGGGTCCCACCCAGTTACAAAGCAGCTGGTAGCGA 

TTAAGATCACCTCTTATCCCTGTACTTCCAGAGCCCTGGCTCAGCCCCAC 

TCTCCCCTCCTGCAAGCCCCCGGACTGATTAGAGACACAGGCTCCTCATA 

CCAGAAGCAAATACAAATGCAGTTCCTTTCTGCAAACTGTGTTTTCTAAA 

TTTTCTACAATTCAGACATTCTTGGATCCCCTAAAGAGTATTTGAAGTGA 

ACATTTTTGTCTGGAACTAAAACCAAAATCTAAGAATTTGCGTTGTGGTC 

TGGAAGTGCTCTCTGTGATTTTCTGTTGTGTTTCAACCTGATTGCTTGGC 

AAATTCATGGGAGTGTCAGCCAACAGATTATAGCAATTGGTAACGGAGAA 

CCTTTGCATCCTAGGGTTTTGATTCTTCAAATAGAACAGCCTGTAAAAAG 

TTTTCTTCTAGGATTTCCTCTCTGATATGCACATTAAACTCTATGAAACT 

GTAGGCTTAAAAACCCACAGTGGTNNNNNNNNN^ 

NNNNNNNNNNNNNNNOT 

NNNOTSnsnSTNN^ 

NNNNNNNNNNNl^NNNNNNN^ 
NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNTSTNNNNNITO 
NNNNNNNNNNNNNNNNNNNNNNNNNNNN^^ 

AGTGGATACCTTCAAAGTGATTAAAAGAAGGTAACACAGGAAGCTAGTAT 
TTTCTATTGCTGTTGTTTTTAATAATTATTTACCAAATGTTCTTTAATAT 
AGGGCATCATAATCATTGACTCTGAGGGAAAGCTCAAGATACTGNNNNNN 
NNNNNNNNNNNNNNNNNNCCTTAGAGACTCCAAAGCTGTGATAAAGAGNN 
NNNNNimNNNNNNNNN^ 

NCCCGGCCCGCCTTTGTTCCTATTCATGGGTGCTCAGGCTCTCAGAATGA 
GCACTCCTCTTTTGTTTTGTGTGTTCTGAGAATATTTAGATGGTGTACTG 
ATGCCTTTTCAGGGCAACAGGGAAGGTGTCAGGGTGGCAAAGTGGAGGCT 
GTGCTTTCAGCAGGACCTGTTACCCGTTTTATGTCATGTTTTCCTCCCAA 
TTCACAAGGCATATTTTTGTTTGGTTTCCAGAAATAATCTTCAGTGGAGC 
CCTGATCTTGGGGTGCACCAGAATGGGGGATTTCCAATGTTTCTGAGCTG 
TTTCCCTTCTGGTGAACGAACCATCCTGGACGTGACAACCAGACCAATTT 
TGGAAAGAGCTAGGGCCATTTGCTGGGCTGCCTAGTTTGGAACAGATTAA 
TCTGCTCACCCCAGCAGTGGTCTTGCATTAAGTCAGAGTGCTACAAAGGC 
TTTGAGGTCACTTCTTGAAAAGCTGTCAGCGTTTCCAGAGCCATTTAAGT 
CTCTATTATGTCTTGGTAACTTCAGGTGTAGCTTGATGTGGTAGGACATT 
AGGTGGTAGGTTCTCTGTGTATCACAATGGCATCTGGCATACAGGCATTC 
TTACGAAATATTTCTTGTGTAGGTGAATTACTCTGAGGCAGTAAAGGTCA 
CTTTGCAAATGTCTTAACAGTCTTGTAAACAGAGTGAAAAAGCAGCAGCA 
GCTGGCCTGTTTGGGAGTGTACTTTCCAGGTGTTCCTGCCCCCATTTCTT 
GGGCAGTATTATATTTACCCCCGAGCACTAGTTACTTCCCATGCTCGGCT 
GACCCAAGGACAAACACAACGCTTTCTGGGCCTTCTCAGACAGGACACTG 
CTTCTAGAGGCAGCTGTCACCTCCCGCGCCATCTCAGTACTGGGGTGCAA 
ATCAC ATCTTCGGAATTACCAGCCAGAGCAAGAGAAAGCTTTC CAC CAAT 
CCAGTGCAAGTCTCTTTCTGTGTTAATTGACAGCCACCCTTGGCATGGAT 
GAATGAATCCCAGCAACCAGCAGACTGAGTGCTGGAGTGCAGGCAGCTCA 
TAACTGTCAGGCAAAAGAGCAAGAGGGTTTTAAGAGAGACTCCAGAAAGT 
ATGGGATATATTAACCCTTGCACTGTCTTCTGGAATAGGAATGACATCTG 
TTTGTATTAAAACAATTGTTCCGTTTAAGCACAGTTTGACAGCTCTGGAG 
TGGGAGCTGGAGAGAGAACTTTGACTTCACTAGAACCTGTTGGCTAAGGT 
TTTAGGGGCACAATATAGAAGGGTGTTGGATTCTAGAGAAGTGAAAGCAA 
CCTTTTTGTACTCGTGTTGAAAACAGTGCCCTACTAGTATTAGAGTGTCT 
CATTGATAGAGAGCCAATGACAACCAAGTCCCTACTCTCAGAGATGTTTT 
AGAGTTACATTGCACGAATGCAAAGAAGCAACATAGGAACAGGTAATTAA 
TAATAAAGTATAAACTGAGCAGATGTCTTGAAAGTATTCTAGGGTATGAA 



AAGAATTCCTTCAGGATGCTGGTAGGCAGCAGGATCTCAAAGAATTAGTT 
TTGAGATGAGGCAGAATGCTGGTAAACCACACGGGCAGTTACCTTGCTGT 
GCCCCCTCATTTAGATGTGTGCCGAGCCCTGCAAGAACAGAAGCAGCTGT 
TCCCCTTCCCACCATCATACTACAAGGTTAAGCCTAATCAGAATTTACTG 
TATACCTCAAAAAAATTGTACAGCAGCTACCACACACGAGCACANNNNNN 
NNNNNNNNNNNNNNNNNNN^ 

IZNGTTCTTGTTGCTGTTGCTGTGTGATGCTGTCAGAGGCTTATGCCCTGA 
GGGAGGGATCAAGGGAGTGGCTGAGGGTGGTCACAGAAGACAGATTCCGG 
GGCATGTGGCCCGTACGAGGATGCCAAAATGCCACAGTCACACTCACCTC 
AGAAGGGTGGGATTGGTGGGGGCAGAGAGGGGCGTTGAAATGTTTTGAAA 
ATTATCTTCAAGAGTATGTGAAAAAATTGAGAATCTTGATCATTCTATCT 
GAACATTTTCTTAGGAGGATTCTCCTTTTCTCTTTACATTCTTGATCAGC 
TCTTGGGTAAAGACATGGCAGAGATAAGAGCGTGAGTACCAGTTCCTGGG 
GTCAGCAGGCTCTGATCCTGCATGCAATAGAGAGCTCCAGTGTATTGGGA 
AGGCTCCCAACTCGTTAGGAGAGTTGAGACATCGTATCTCTTGGGTGACA 
GAATAAATTTTTCATGTCTATTAATTGGCCTAGGTTGACTTTAATGACAT 
ATACTTTTCAAATGTGGGGCTGATGGAGACCTAAGCAGACAGATCTGTGG 
GCCACCCCTTAGCCCTTTGCCGCTCTCCCAGGGCTCAGGATTCTGACCAC 
AGCCTAGTCACCTGTCGCACACTGCTGTTTTTCAG 



MGB-CEGP1 int3.1 



>CEGP1 intron 5, 2556 bases 

GTAAGTATGGGCCAGTGCACACCTGCCATGGGAACCGTCGTATTCCACAG 
GCTGCCTTCTGTGGCCCAGCTCAGAAGCACCACCTCATGGCACGGCTGCA 
GCAGCAGGGAAGGC AGTTAGCACGGGATAC CGAC CTCT AC C AAGTACTTG 
TTCACTGCAGAAGGGTGGTCTCCCTTAGGGAAGGGAAATGATATTTTAAA 
AAGGAACTCATCAGGAGGAAATGAAATTCAGGAGTAAGGAGTGTGAATGT 
TGGGGGGCAGTTCTCCCTGTTCCCACAGAATAAAACCAAATGTCCTCATC 
TGGCAATCACAGCTCTTTGCCACCAGGTCCTGCTTCCCCTATAAACCTCA 



TCTGCCTCCTTTCCGCAGACACTAC TCCCCTTGCCTTTGGAGAACAGCCC 
AAATCCTTTGATGCCTCCAGGCCTTTCCCAAGCCCTCCTGCCTTCCTGGC 
GTGGTGGACTCTCACTCAACCTTCAATATTCTGTTTAACTTCTAATAAGG 
ATAAGCNNNNNNNNNNl^^ 

NNNNNISTNNNNNNN^^ 

NNNNNNNNNNNNNimNNN^ Figure 1C 

NNNNNNNNNNNNNNNNNN^^ 

CTGCTATCAGAAGCCTCCTGGGTGCTTCAGACAGGGCAGCCATCTTGTAC 

TTTGGCTCCCACAGCACTTTCCTCAGCTGTATAGCTCTGGGTTGACTTGT 

GTGTTGATGTGTCTGTCTCCCCAGGTATGAGCCCCCTCCAAGTCAGGGAC 

CTTGCCTCATTTTTCCTCTCAGTCCTCCCCTGGTACCTGCTATGGGATAT 

GCTCAGTACACTTGTGTTTAATGAGTGGGTAAATGGGTGGCCTACACCAT 

CGGGCCGCAGCTCCTGCACCACGATTGTAGTAACAAAACTCCACCTGGGA 

ACAGGAAACCACTGGCAATTCATGGTGTTCCTAAACCACGATTTATGCCA 

GGGGAAGCACTGAGGAGTTCCCTTTAGGAACCTTCCCAAAGCCATGGACA 

GAAGACCCCTGCCATTTGGTGGGGATGGTGGTTTATGGTGAGTAGGAGAT 

GAGGGGACAGTTTCACTGGTGAGGGACTTCTCTCCATTGTCTCCCTCACA 

AAGCAGACTGCCACCCCAAAGCTGTCCAAGCCAAGGCTGGTGCCACCATC 

ACACTCAAGCAACAGGTTCTGACATGCTCTTAGGGCCCCTCGAAGTCAGG 

CTGTCCCTGAGGGCTTCCAGTGAGCTAGCAGAGTGGAGACCATTTTCCCA 

CCTCCAGATCTTCGGAAGGAAGACCCAGACCCTCCAAGACTCACCTGCGG 

GGCGAGACCCTCAACATTTCATAGTCTTTCAGGGAACAGTTGCTGAAGGG 

GGCGGGGGGGTGGGCACCTGTAAGCTTGTTTTTAAAGATTTTAAATGTCT 

TTAAGATATCACTGCTCAAATAATATTGTTCTGNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNl^^ 

lSnSTNNNNimNNNNNN^ 

AAAAACTAAGACCTAGAATCTCACCACATAACCAGCTGTTTCAATTTTTC 
CATATTCCTATTTAGTTGTTGTTCATATGCATACACAATTTTTACATAGC 
TATAATCACAGGACAACACAAATATGTAATTAGTTCTTTTGAATTAGAAA 
AATTACAAAGGGCCTATGTAAAATGCAAACACTCCAAAGCATATAAAGAA 
AACATGCAGTTTCCCGCCTCCCGTTTCCCTTGCCAGAGGTAACCACGGTT 



MGB-CEGP1 int4.1 



AGCAGTTTGATGAATAGATAGTTTTGTAGTTGGCTTTTTTTCTTTTTGGC 
CTATCATCAATACATTCATATATAGTCTTGATAATTACCAGTTACTGTCA 
CGTTAATTGTGTGCAGAATCATCCTGTGATTATCCTTCCTTCTAACTAAT 
CTAGATTGAATCTGATGAGAGAAATTCTGACATATATGTACAAATTAAAT 
ATTGTCTGTTTTATTCCAGCATAAAGTGCTATAGCATTTCCCAAAGCCCC 
AGTACAGCTGTATTAATAGGTAAACTTCTCTAGATAGAACAAAGCAGTAG 
TCTAGAATCTCTTGGTATAATTTCCCTTATATAATAAAAGTCTCTCCCCC 
AACTCTCCCATCTCCCTCTTCCTGTATGACTTTGTTTAAACCCATGTTTC 
AGCATTTCTACAATTTGTATTGTAACTATCTGCATACACAGACACCACAG 
GGTCTGACTTGGAGTTATGTCTTTCGTNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNAATCAGA 

AGCCCTGTGTTTGTGGAAATCTCAGTGCTTTATGTATTGATTCATTTTGC 
TGTCAG 



>CEGP1 intron 6, 716 bases 

GTGAGTGGCAACCCCAACACTGAGTGAGGGTCTGCACCAGCCTGCCTGTC 
CCTACCCCTACCCCTTAA TGGTGTTTAGCACAGATGCAGGCTGTTTCCTG 
TGCATTTGCCCCCCCAGCAGGCCCTGTGCTGCTTCGCATGCTACAGTGGG 
AGTGGTCTAGGCCTGTGGGGAAGGCCCCTCTCTCCCTGTGTGACCTTGGG 
AAGCCCTTCCTCCTCTCCTGGACTAGGCTGCTCCTAACGCTGGTATTCCA 
GAGACTGGC ACAACACCTC CC AGGAGGC C AGGGC AGCACGAAGTTAGAGC 
TGTTTATAATGATGCGGCACTTCTGGCCAGCAGGAGCCAGGGCCGTATAT 
TTCTGGCGGGATGCCTGCCTTGCCCTTCACGGTGTGTCCTTCACTAGCTC 

CATTTTAGAGGTTTCCAGGCCCAAGGCTCTTTTTCTCCTCGACTCAGGGG 
ACTGAAGCTTGCATTCCCTAGTGTCTCTTTGGTCAGTGCAATATACCTCC 
AAAATCTTTTCCATGTTTAATGTTTGCTAAGGATCTGTGGCCCTTTAACG 
GGCTGTGTCTCCCACAGAGCCTCATTACAACACATTTTTATTGCGTGAAC 
AGAGTCACATATCTTTCATTCCTCTTATGTCTGGGATTTCAGCAAACACA 
GTTGTATGGGGATGAGCAATCTAACTCATTCAGTCTGAGAACCGTGCTCT 
TTTGCTTCTCTTGTAG 



>FOXMl intron 3, 2041 bases 

GTAATGTGTCCCACAGCAACCAAAATCAAGGTCAGCCCAGCCTGACAGTC 

TCTCCAGTGCTGTACTGCAACTTGTATCTGGGACAGCAGTTAAGTGCAAA 

GGACACTAGAATGATAAACAAATGTATCTTTTAGATTGTGACTCAATCTT 

ATTGAATCCAGGCAAAATCATTAAGAAGAGCTCCTTAACTACTTCATGTG 

TTACTACCTAAAGTCCATGGAGGGTCTTCAATGTAGCACTCAAGCCCACT 

TTTCTGCTACACTCAACAGCCGTCCTAGATGCCAGCAGCTAGAGTGGCTA 

AGTAGTTTTATGAAAATGTCTTG ATTAAAAAAAAAAA TGCTG TCTG TGAG 

CCTCATGACCCAAGATGTCATCTCCTGTAGCGTCACATAGCATTTCTAGT 

GGGCAGGGGTITTCCTTTCACTTCATTCATGGAAAGACCGAGATGCCTGT 

GAGTCAACATAGCTCACGCAGTTGGTCGGTGTCAGAGCCACAAATGAGGT 

CTTCTGACGGGTGCTCAATTCCAAGTCAAGTGTGCTTTGTTTTCCTCATG 

GTAGAACTCNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNlSnSTNNNN^ 

NNNNNNNNNNNNNNNNTSTNN^ 

NNNNNNT^NNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNISTNNNNNN^ 

NNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNN^ 

NNCATGGTAGAACTTTTAATTTTACTCCCTTCCATCAGCTTACTTTCCTA 

GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNOT 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNIWNNNNNNNNNN^ 

Nl^NNNNNNNNNNNNNNNNN^ 



NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNT 

NNNNNNNNNNNNNNNNIS^ 

NNNlSHNNTSTNlSr^ 

NNNNNNNNNNNNNNNNISM 

NNNNNNNNNNNNNNNNNNNNNl^ 

ISnSTNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

TAGTTTCTTAATTTCTCTGAGCCACCTTTCTTGCTATTGATCACTACCTC 
ACAGCCTTACTCTGCTTTTCTAGCCCCTGACAGCTATCTAGGTCTTTTCT 
TTATCACAATCTAAGGTTGGCATCAGTCTTTATTCCCGTAG AA TAGATGG 
GTTTATGGCTGAAGGTGACGGCTCTGCGGTGTGGAGTGTCAGGAGAGTTG 
CCAAGAG GGCTGCAAAGACACCAGACGAAGCCTGTGCTGAGCACAGTGGG 
AGGGGCCTGAGGCTGGTTTCCCCATGTGTTTGAAGGGTGATGTTTCTGAA 
TCTAAAGTAGCTGATAACCAGTTGTCTTGCTCTTCTTCCAG 



MGB-FOXM1 int 3.2 (underlin 
FOXM1 int 3.1 fbold) 



>F0XM1 intron 4, 993 bases 

GTGAATGCCCTGCTTTCCTCTAAATAGGGCCTAAGTTGGAGGTTGTCATA 

G CCATCTCAAAAGGAAACAAGTTCTGCTAGTGATGCTTTCATTTGATCAG 

GGGAGAGTTAGAAGCCAGCCACCCA ATTAGTGACTTGCACAAAACCCAGT 

GAATTAAGTACACTTGACAAATACCAAATGACACATTTTTGTGCCAGACC 

AGAGCAAGGAGAAGGCTGTTCTGACCCAACAGAAAGGGCTCCCCAGGGNN 

NNNNNlSnsnSTMNNN^ 

NNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

AAGAAATTCTGGGAATGCTTGCTCTAAAAAAAGCCCTTCCTNNNNNNNNN 

NNNNNNNNNNNNN^ 

lSTNNNNNNNNTvTNNNN^ 

NNNNNNNNNNNNNl^t^^ 
NNNNNNNNNNNNNNNNNNNl^ 
NNNNNNNNNNNNNNNNNNNNNNNNNITNNN^ 
NNNNNNNNNNNNNNNOT 

CCTGCCTTAGGCTGGAGACCAGAAGCTGAGCTACCAGAACGTCTTTTCAG 
AAAGAAGTTATTTTGGTTTTTCAGAGTGCCCATAAGGCTGCTGGTAGCTG 
TAACCATTCTCCTGGGAGGGGCAGTTGTCTGGGGTGTCTTTTGTCATCAG 
TCAGGAATAAGTGTTTTTCCCAATCCGGTCAAATTGACCACGTTGGTGGT 
AACTTCATCTCATTTCTCTCCCACAATGCCTGGCCGCCACCAG 



FOXM1 int 4.1 (underlined) 
FOXM1 int 4.2 (bold) 



Figure IF 



>FOXMl intron 5, 602 bases 

GTAAGGTTCTTTCCCTCTGGCTCGGGGCTTGGCCTTGTTTTCCTTTCACT 
GCTCAGCATGGCTTTAGTGGACAGAGACAAGATGTGATGTGGGGAAGGGT 
CCCTA TGGCCA TGTTTTGTC TAGGTGCCAGCCCTAGACAC AGAACAC CCT 
GAGGGTCAGGCACACACCCACTTCCCTCCCCTTCCATGGGCATCACAAGG 
GCACACTGAGCAGAGCAGGGCACAGCAGGGGAGCATGCTGCAGCAGCCAC 
AAGCGCATGGCACCAGCCTCAGGGGCGGCAGTTCGTTCGCTCACTTTTGT 
GCCTAGCTTTTCTTTGCCACGCATATAGCTACCTGCTCTGGCATCCCCCA 

GGGGTGTTGAGGACACGTGGGTGAAGCGGTAGTGCCACTCTGCCATCATG 
TGTCTGTAGGCCACCCACCTGCCCACTCATCACAGTTTTGGAGACTGCTC 
GCCTACGTCCATCCCCTCAGGTTGGCCTCCTCTCTCTGGGCTGTCATTAA 
CTCAAGCACACACCACCAGAGCAGCTGGTGGGGTTTTGCCATCCCCTCTT 
TACCTTATTGTGTTAACATAGGTTTCTTTCTCTCCCCATCTGCCACAAGC 
AG 



MGB-FOXM1 int 5.1 



Figure 1G 



>FOXMl intron 7, 4656 bases 

GTGGGTGTCCTATTTTCCTCTGAAGAGAGATTCTGGCCAATTAAGAATGT 
TGGACCrTCAGCTTGCAAAGCACTCTGATAAGTGTTCCTTGAGAGCTTAT 
AAATCTAGTTGGGTAGAAAAGGCATAAAAACATAGGGAAGTGTAATAGCA 
TTAGAAGAGCTAAAAAGGTATTTGGATTACAATGTAAGTGGTGTCAGAAG 
GCCCATAAATACCTGATGAGCTTGTAAGAATTCAGACAAAAGTGATTGTG 



MGB-FOXM1 int 7.1 



ATAGATGGGCTAGGATTATTAAGGAAGATACACAAGGGAGGCAGGCCTTA Figure 1H 

GAAAGAGATGGATTTNNNlttJNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNlsTNNNlSn^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNOT 
NNNNNNNNNNNNNNNNN^ 

NNNNNIWNNNNNNNNGTGGATT^ 

NlSnSTNNNlSFNlSrNNNNN^ 

NNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNl^ 
lSTNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNt^^ 
NNNNNNNNNNNNNNN^^ 

AGGTGTAGAGAGAGCATGCTAATGGGCAGTGCCATGGAGGCGGGAAATGC 

AGTTCGTACCTGGCAGTAGTAAAGTGACTGGGTCAGACTAACTNNNNNNN 

NISTNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNT^ 

NNNNlSnsnSTNNN^ 

NNISTNNNNNNNNNN^ 

NNNNNNNNNGTCTAGCTTGAGGGGAAGGTGAGAAGGGTAAATTCAGAGCC 

AACTTGGATCAGCCATCAGATCTGCACTTAACACTGTTAAAGGGTTCTGT 

GAGTACGGGCTGACATGTAACCAAAGTGAAAAGCTTCCCCCATCCCCTTC 

AGAGAGATGAAAATAGCATAGAGTCTGGAGTTTAGAGCGACTTGGGTTTG 

CIINNNNNNlSrNN^ 

NNNNNNNNNNISTMNNI^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNHNNNNNNNNN^ 

NNNNNNTSTWNNNNNNNN^ 

NNNNISTNNNNNNNNNNN^ 

NNC ATATT AC AC ACAAAATTATAC C AC AC ATAC ATAATTT AGCGTAAAT T 
CATTCATGTGGCCGTAGCATGTGCCCTGTTTGGGTTTTCATGCAGTGGGT 
TTTCTCCCCTTTCCTTTTTGGCTCCCTCTCCACCCTACCATCACCCACAT 
CACCCCTACTCCCAAGATAACTGGTTGATAATTTATGATGCTTTCTTGCA 
TATTTTATCAATGCTCTTAGTTATACTATACATGTATAGCGATAGCCATT 
TTATATGTACACATACAACACACAGAACATTGATNNNNNNNNNNNNNNNN 
lSTtmNNNNNNNNNNN^ 
NNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNISTNNNNI^ 
NNNNNNNNNNNNNNNl^ 
NNl^NNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNTSTNNNNNNNl^N^ 

NNNNNNNNNNNNNNNNNm 

NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNN*^^ 
NNNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNls^^^^I^I^^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNGTTATC 
NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNN^ 



MGB-FOXM1 int 7.2 



NNNNTSTNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGT 

NNNNNNNNNNNNNNNNNN*^^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNN^^NNNNNNNNNNNNNNNNNNNNCCCTGTGAGAGCTCTTTGTTGT 
TAAAATAATCTTCTTTCTTTTATGCTGAAGATATTTTTCTACTTCTATTG 
TTTATCTCTTTACNNNNNNNNNNNNNNNNN^ 

NNNNlSnSTNNNNNNl^^ 
NNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNl^^ 

TTGTTTATGGTATCTCTTGCCACAGTAAAATTTTAAAGTTTTATGTAGTC 
AAATGTCTCTCTTCTCTTTTACAGTTTCTGGGTTTCCAGTCTTGGTTAAG 
AAGGTCACCCGCACCCTCAGATTGTATATGTAGTCTCCTAGATTCTCTTT 
CAGGATTTGTATGATTTTAAGGTTTTCATTTTTTTTTTANNNNNNNNNNN 
NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNTAAGGTTCTTATTTTCATGCATTAAATCT 
TTGTATACAGTGTAAGACAAGCATGCAATTTTATTTCCTCTCGGATGAAT 
GCTATTATAATTATGC CACTACATACTAC ATACC CGCATCTTTTACC CCC 
AGAATTGAACTACCAACTTCAACATACATCGTATTCTCATATTTAATAGA 
TTTTAAGACTTCAAAACGACACAAAGAGGA TCAGAACCCGTATGTGATAT 
TTTTGTGCGTCCTGTCTGGTGACCGTTGGTTCACCTTATCTCTGTTTCCC 
TTTCAG 



MGB-FOXM1 int 7.3 



>PRAME intron 2, 614 bases 

GTAAGTTCGAGCCCTGATTCCTCCGCTTCCCCGCAGGGTGACCTTGGGCT 
TGTGCCCCCGGCACCACCCCTGTCCCGGGTCCCTGTTTTCTCTCTGGAAA 
TGGGTTGAAGACCAAAGAAAATAATGTGCGCCACTTGGGTCACCCCGGGC 
CGCCTGCCCCGGAAAATTGGCCCCAGTTGAGGAGTTGTGGCTGTAAGGAT 
GCCTTGAACCGAGGCGGCGGTGCTCGTGGTTGGAGCTCTCCAGGGTGGGT 
GCGCATTTGTAATGCGGTGGATGCTCTGGGACTCGGCCCCTCTGAAGGTG 
CTGGGGGTTGGGGACGGCCCAGGCAGTGGCGTAGGCGTCCTAGGAAGGCG 
GGAGCAGAGGCAGAAATGTCGCTGCAAGACCGTAGTCAGGGTCCTTGACC 

ACAGGGGTCACTTGTGACCAACCACATGGTCTGTTGTTCCTCCTGCCCCC 
TGGTTCAGCCCAGGAAACACTGGTGCTCAGGTTTGGAGCCAGAGATTTGC 
ACTGAAAGGGCGGGATTGAGTCGCCAGTTGTCAGTTTCCTCAGCAGTATT 
TGCGGAGGTTTTCACAGGAGGCCGTTGCTTCGTAAATATTATACATGTAT 
TCTTCTTTTTGGAG 



MGB-PRAME int 2.1 



Figure II 



>PRAME intron 4, 432 bases 

GTAAGGGTGACCTAGCAGCTTGGTGTGGGGCCCTGGGAACCTGAGCAGGA 
TGCAGCTGGGGTCAGGGAGCATGGAGCGCCTAAGGCTGGGCCAGAGGCTC 
TGATGGTTGCCAGCAAGGAAGTTCAGGGAGGCCTTGGGGCTACTGCAGGG 
GTCACTCTTGGAATGGGCTTCTGGACATGGGGCACTGATTAAAATGCAGA 
GGTGTCTGAAGGAACATGCACCTGCTTCCTCCTGGTGGGGTGGGAATTGG 
GGACCAGGAAGGATCCCAGGATCCTAGTGGGAAAGGGAGCAGCTGATGCC 
TGAAGTACGAAGTAAAAGTGCAGATCTAAGGTGGATGTCTGTTTGGTTCT 
TACCTACATTATGAGACTCATGGTCTTATTTTGAGTTGATCTTAAAGCAT 
CATCTCAGCTAATTACCTGTTTTTCCCCACAG 



MGB-PRAME int 4.1 



Figure 1 J 



>STK15 intron 1, 3740 bases 

GTACAAGGGGTTTGTTGAGTGGTGTTGACATGCGCGGGAGGGGTGGGTGG 
GCTTCAGATTGGATTTTGTCCTCCGAGATCACCNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNl^ Figure IK 

NGGTAAGCGTACGGAGAACTTGCAGCTGGGGTGGGTGTTACAGAGGAAAA 

GCAGGAGTGCGGTTTAACGGGGGCCGCTTTAGATAGAATAGCCTAAGAAG 

GCCCTTGTCCTGGCTGGATGAGTGGGTGAATTGATGAATGAGAACCTCCT 

TGCAGAGGCCTTCCCGGTCCNNNNNNNNNNNN^ 

NNNNNNNISTNNT^^ 

NNNNNNNNNNNNIS^ 

NNNWNNNNNNNNNNNNNNNNNNNNN^ 

ACCGGTGCATACAAATCGTCTGGGGACGTTAAAATGNNNNNNNNNNNNNN 
JSTNNNNNNTSTNNN^ 

NNNNNNNlSnSINNimNNCAC . 
CCGTAACCTTCCTTGTCCCTTGAATTAAACGTTTTTCAGCAACCTACTCA 
GTTCGTCCTTCCCTTCATCTCTGCAGACATGCACAGGTCTGAGGGAGGAA 
GGAATAAACCGTATAAACCTCCTGCGCTATTAGCCTAACAGCTTTTCTAT 
TCAAAATAGTAGGACTTCTGGTTTGAACTGAATGGATCCTGTGAAAGTCA 
TCNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

CTTGGCGTTGTCTCCAGAATTCTGGATTAGAATCTTATTCCATTCTGCTT 
GTTATTCAATTTCCCTAGAAAGAAAGGTAGAATAAATTGGAGCAAATGCC 
TGTAGCTTCTGTCAGAAGAATGTTGAATAAATGTTGTTAGGCCTATGTGA 
TCTCATTAGACTGCTACTTAGAATTGTAAGGGAAGTAAAGCATTAGAGCA 
TGTGTGAAATTAAATATTTGATTAACACAAGTGTGCATTTCCTTGTTGCT 
GTTTATCAACTTTTACTTACCCACTGTTTTTTTATAAGGGCTGCAGCCTG 
TAGTCTGGGCCTGGCTTCATCATGGAATTATTTGCTTAATTGTAAAATGG 
TAATCTTAANITNTSTN^^ 

KTNNNNNNNNGGATATTTGATAAGAAACTTCA 
NNNNNNNNNNNNNN^ 
NNNNNT^NNNlsrNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNl^^ 
NNNNNNNNNNNKNNNNl^^ 
NNNNNNNNNNNNNNNNNNNNNNNM 
NNNNNl^NNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNN^ 
JSTNNNNNNI^NNNTW 
NNNNNNNNNNNNIS^ 

NNNlSnSTNN^ 

NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNISTNNNNN^ 
NNNNNNNNNNNNNNNN^ 

NNNNNNNlSnSTNNN^ 
NNNNISTNNNNlsrNNNNN^ 
NNNNNNNNNNISTNNNNN^ 
NNNNNNNNNNTmNTNNNl^^ 
NNNNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNltfNNN^ 

isnsrNNNisrNisrN^^ 

NNNNNNNNimNNNNNN^ 
NNNNNKNNNNNNNNlSn^ 
NNNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNttNNNl^^ 

NNNNimNNNNNNNNNNNNNNNN^ 



MGB-STK15 int 1.1 



NNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNlSnSnSnSTNNNN^ 

NNNNNNN^^ 

NNNNNNNNNNNl^^ 

NNNNNINTNNNNNNNN^ 

NIJNNNNNNNITOJNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNIINNNNNN^ 

NNNNNNNNNNNNNNNNNljTNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNOT 

NNNNNNNNNNNNNNN^ 

AGCTTCATTTGGACAAAACATGTAAAATCCGGTGTGTTGTGGAGGCCTTT 
TGATTGGGGAACTGTAACGCTGCCTATCGAGCAACAGCACTTTAAGCAGG 
TGGCTTTGTTCAAATTAAAGGTTCTTCTTTTTCTTTTCAG 



>STK15 intron 2, 1622 bases 

GTAAATTGAATAATCTGTAATCTCATTCACATTTATAAACCCACATGGAG 
GTTGGTCTTGTCGGGAATTCTTTCCGCCTTTACTTTGGATTTAAATTTAG 
ATCCCTTACTGTGATCCTGGATATGAATTAGTCACTTTTCTCGTGTTCAG 
TAACATTTTGCTGCTTCTTAGAGTAGCTTTTTTGTTCTGCTTTGTCTTAT 
AATCGGCTGCTTAAGTTTCTATATCCCTCCACTGTATGCAGGATAATAGT 
AATAATGCATCTGGCAGGAGTTCAAAACTTTTAAAATTGGCCATAAATAT 
AAAATAATTAGAAAAAGGCTACCTTGAATTACTGTATTTGATTCTAAGTT 
CCTATGATAACGGCCATTTAAAAAATTGCTCTATATTTAAAATGTTTCTT 
TTTATTTGTCTTTGTCTGAATGCCTGCTGCGTTGTGGACAGTGTGCTAAT 

TTCAGGAGTAACTGACTTTGTATTTGGAAGTCTTAACACCCTCTCTTTGT Figure 1 L 

AGAGCACTCATACCGTTGAGCTGGGGATGGACTTTGAGGCTTTCATTTCT 

AGCACTTGTCCCTCACTTACAATGAGCTGTTGAAGCTGAAGGAAATCTCA 

TCCCTCCTACCCCTTTTAGTTTGATTAGCTGAGGGTGTTAGAGTTAACTT 

AACAATTTAAGGTTGTAATACAGTACTTACAGGCGTATAAATAATACATT 

TCAANNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNN^^ 

NNNNNNNNNNNNN^^ 

NNNNTSINNNNNNNN^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNNEJNNNNNNNNNNN^ 

ATACATTTTAGTAGTAACTTTGTGAAGTGTCTACATTTGTTTCCTCTTTG 
TCAGTTTTTTGCTCAATTCCATTTTGTCAATACTTGGAAAATGAAACATT 
GGTTAATCAATAGTACAGTAATAAGCTTATTGTGGAAAATCTTCGATATA 
TGAAAACTTAGACTCTTCTAAAACTTCATGAAGATAATACCACTGTTGAA 
CGTTTTGACGTATTTTTTTTTGGTCTTTTTCTTAAACGTATATTATCAAA 
GAAATTTCAATGGAACTGAGATTTTGGCATAAAGTTTTTGTATCATAGCT 
TTTTGCCAAATAGCAATGTAGTGTCTATTTCCAAATTATTGAGAAATTTT 
AGAAAGTGTCTCCTTCATTAATGGATATTTGTTAATAAAGCATGATTTTT 
AGGGGTGAGGAATTGGAGGGGATAGAAGGTATCATTCAGGTATTCTTAGC 
CACATACTAACTATCCTCTGGAGGTACTGATTAAAATACCTTTTCACCTT 
CCATCTCTTATCAGTGACATTCATTATTTTGCTATACTAGAGAACAAACT 
TTGTGAAATTCTCAATATATTCATCTTTTGCTTTCATGAATGCCAGAAAG 
TTTATTTTCTCTTCCATTCTAG 



MGB-STK15 int 2.1 



5rSTK15 intron 4, 1093 bases 

GTAAGCTTTCTTATTTACAAAGTTCTGTACTGTTCTACTAGAATATATTA 
TTTCGTTGCAAATTTCGTTGTGGGAACTCTGGGGAAAAAAATGAGGCCTT 
TATTTGCATTTAGAGGATATAAATGTTTCCAGATTTCCAATCTTAAAAAA 
AATGGAATTTTGTGTAATGAGGTATTTTACTAGGAACTCAAGTGCTTTAA 

AAAATGGCTTTCAAATTTAGAAAAAGCTTGTATGAATCTTTTATAGAAAT 
GTGTGGAAGTTCCTCTCTGTCCTTAGAAATAACCACTACATATGGTTTAT 
GCGTCTGTACTTTTTTATTGTACAAAAGTGCAAGTTTTTAAAAAATAGAA 
TATGTTGCAGAACTATATACTCATATATGACTGAGGGTTTTGACAGTATT 
ATAGTTTTAGTTCTTTATTGTAAAGGTTGGCTGTAATGTCTTCCCCAGGG 
CTTTTCTAAAAGCCTCCTCTCAGTCTCTGAACTATCTGGACTCTAGAATG 
TACCGGGAGGAGCGAGGAATGAACCCACAGACTCTTTTGCTTTTAGCGGT 
CTAACAGAGGCTAAGAGTCTAAATCCACTGGTTCTCATGCCCCAGCTAGC 
CTGTGGGCTCCATCCCGCTTCCATTAGTAACAGTGGCTCTGTCTCCACCA 
CCAGAGTGGTTCTCCACCCAGAGAGAATTAGCACCTCTGGGACTGGAGGG 
AGCAGCTGGGGTTAGTTTGAAACATGCCCCCAGATGGTCTGGAAGCATTC 
CTCCCTCTCTGGTCACTTATCCTTTTTGTGGTCTTCAGCGTTGTCATGGC 
CCTGTTCCTCTGAGCATAGTACGGGCTTGGGACATTTCCCATAGAGTGCT 
TCAGGTCTAAAACCCGAGACTGCTCCTTGTCACTGACTCTCACACCTGAC 
GGCAGCTAGGGACGTCAGGGTTTCATGTCGTGGCAGCTCTTTGATAGTGG 
TTATTGCCTTGGTTCTTGCTGAGGATGCATATTGAGTGAAGTTGGAATAC 
GAAATTATTTGTAGAATGTGTCTGCTACTCATTGAAAATTTGTTAGAAAA 
GCTTTGTTTTCTTCACATTCTAAAGTGTTCAAATTCCTCCTAG 



Figure 1M 



MGB-STK15 int 4.1 



Name 



Figure 2 

Sequence SEQ ID NO: 



MGB-CEGP1 int 1.F1 


AGCGCCTGTTCCGATCTG 


14 


MGB-CEGP1 int1.R1 


AACCAAAGTTCTCTGCTGAAAACC 


15 


MGB-CEGP1 int 1.P1 


CCCTGAAGCAGCAAC 


16 


MGB-CEGP1 int 3.F1 


CTGTTGCTGTGTGATGCTGTCA 


17 


MGB-CEGP1 int 3.R1 


CCTCAGCCACTCCCTTGATC 


18 


MGB-CEGP1 int 3.P1 


TCAGGGCATAAGCCT 


19 


MGB-CEGP1 int4.F1 


TCCCCTTGCCTTTGGAGAA 


20 


MGB-CEGP1 int4.R1 


AAAGGCCTGGAGGCATCAA 


21 


MGB-CEGP1 int4.P1 


CAGCCCAAATCCT 


22 


MGB-CEGP1 int 5.F1 


CTTAATG GTGTTTAGCACAGATGCA 


23 


MGB-CEGP1 int 5.R1 


CCACTGTAGCATGCGAAGCA 


24 


MGB-CEGP1 int 5.P1 


CAAATGCACAGGAAAC 


25 


FOXM1 int 3.F1 


GCTCTGCGGTGTGGAGTGT 


26 


FOXM1 int3.R1 


CACAGGCTTCGTCTGGTGTCT 


27 


FOXM1 int 3.P1 


TGCAGCCCTCTTGGCAACTCTCCT 


28 


FOXM1 int 3.F2 


AAAATGCTGTCTGTGAGCCTCAT 


29 


FOXM1 int 3.R2 


AACCCCTGCCCACTAGAAATG 


30 


FOXM1 int 3.P2 


ACCCAAGATGTCATCTCCTGTAGCGTCACA 


31 


MGB-FOXM1 int 3.F2 


AATAGATGGGTTTATGGCTGAAGGT 


32 


MGB-FOXM1 int3.R2 


CTCTTGGCAACTCTCCTGACACT 


33 


MGB-FOXM1 int 3.P2 


CCGCAGAGCCGTC 


34 


FOXM1 int4.F1 


CCATCTCAAAAGGAAACAAGTTCTG 


35 


FOXM1 int4.R1 


GGGTGGCTGGCTTCTAACTCT 


36 


FOXM1 int4.P1 


CCCTGATCAAATGAAAGCATCACT 


37 


FOXM1 int 4.F2 


AGAAGCCAGCCACCCAATTA 


38 


FOXM1 int 4.R2 


TGTGTCATTTGGTATTTGTCAAGTGT 


39 


FOXM1 int 4.P2 


TGACTTGCACAAAACCCAGTGAATTA 


40 


MGB-FOXM1 int 5.F1 


TGGACAGAGACAAGATGTGATGTG 


41 


MGB-FOXM1 int 5.R1 


GCTG GCACCTAGACAAAACATG 


42 


MGB-FOXM1 int 5.P1 


CCATAGGGACCCTTC 


43 


MGB-FOXM1 int7.F1 


GGTGTCCTA I I I I CCTCTGAAGAGA 


44 


MGB-FOXM1 int 7.R1 


TGCAAGCTGAAGGTCCAACAT 


45 


MGB-FOXM1 int 7.P1 


TTCTGGCCAATTAAG 


46 


MGB-FOXM1 int 7.F2 


TCATTCATGTGGCCGTAGCAT 


47 


MGB-FOXM1 int 7.R2 


G GTGG AG AGGGAGCCAAAA 


48 


MGB-FOXM1 int 7.P2 


CCTGTTTGGG I M I CA 


49 


MGB-FOXM1 int 7.F3 


AGAGGATCAGAACCCGTATGTGA 


50 


MGB-FOXM1 int 7.R3 


GGGAAACAGAGATAAGGTGAACCA 


51 


MGB-FOXM1 int 7.P3 


TGTGCGTCCTGTCTG 


52 


MGB-PRAME int 2.F1 


GGGTGACCTTGGGCTTGTG 


53 


MGB-PRAME int 2.R1 


CTTCAACCCATTTCCAGAGAGAA 


54 


MGB-PRAME int 2.P1 


CCCGGGTCCCTGTT 


55 


MGB-PRAME int 4.F1 


AGG GTGACCTAGCAGCTTGGT 


56 


MGB-PRAME int 4.R1 


GCCTCTGGCCCAGCCTTA 


57 


MGB-PRAME int4.P1 


TCCCTGACCCCAGCTG 


58 


MGB-STK15 int 1.F1 


CGTAATGTCTCTTCCTCTTCCGTAA 


59 


MGB-STK15 int 1.R1 


ACGAACTGAGTAGGTTGCTGAAAA 


60 


MGB-STK15int1.P1 


TCAAGGGACAAGGAAG 


61 


MGB-STK15 int 2.F1 


C ATTC ACATTTATAAACCC ACATG G A 


62 


MGB-STK15 int 2.R1 


AATCCAAAGTAAAGGCGGAAAGA 


63 


MGB-STK15int2.P1 


TGGTCTTGTCGGGAAT 


64 


MGB-STK15 int 4.F1 


GCGAGGAATGAACCCACAGA 


65 


MGB-STK15 int 4.R1 


GCATGAGAACCAGTGGATTTAGACT 


66 


MGB-STK15int4.P1 


CGCTAAAAGCAAAAGA 


67 
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Figure 6 

GHIalIgenes2-03.txt 



Gene Name 


Sequence ID 


Sequence Source 


Accession Number 


18srRNA 


Ml 0098 


NCBI 


M10098 


28srRNA 


M11167 


NCBI 


M11167 


A-Catenin 


NM_001903 


NCBI 


NM_001903 


ABCB1 


NM_000927 


NCBI 


NM_000927 


ACTG2 


NM_001615 


NCBI 


NM_001615 


AD024 


NM_020675 


NCBI 


NM 020675 


AIB1 


NM_006534 


NCBI 


NM 006534 


AK055699 


AK055699 


NCBI 


AK055699 


AKAP-2 


NM_007203 


NCBI 


NM_007203 


AKAP12 


NM_005100 


NCBI 


NM_005100 


AKT1 


NM_005163 


NCBI 


NM_005163 


AKT2 


NM_001626 


NCBI 


NM_001626 


AKT3 


NM_005465 


NCBI 


NM 005465 


ALDH10 


U75289 


NCBI 


U75289 


ALDH12 


AK074266 


NCBI 


AK074266 


ALDH1A1 


NM 000689 


NCBI 


NM_000689 


ALDH1A3 


NM_000693 


NCBI 


NM 000693 


ALDH2 


NM_000690 


NCBI 


NM_000690 


ALDH3 


BC004370 


NCBI 


BC004370 


ALDH3A1 


NM 000691 


NCBI 


NM_000691 


ALDH3B1 


NM_000694 


NCBI 


NM_000694 


ALDH3B2 


NM_000695 


NCBI 


NM_000695 


ALDH4 


NM_003748 


NCBI 


NM_003748 


ALDH5 


NM_000692 


NCBI 


NM_000692 


ALDH7 


U10868 


NCBI 


U10868 


ALDH8A1 


NM_022568 


NCBI 


NM_022568 


AluSx 


NM_AluSx 


GHI Custom 


NM_AluSx 


AMFR 


NM_001 144 


NCBI 


NM_001144 


annexin I 


NM_000700 


NCBI 


NM 000700 


annexin n 


NM_004039 


NCBI 


NM_004039 


AP2B1 


NM_001282 


NCBI 


NM_001282 


APC 


NM_000038 


NCBI 


NM_000038 


APN 


NM_001150 


NCBI 


NM 001150 


APP 


AY011354 


NCBI 


AY011354 


APP 


M33112 


NCBI 


M33112 


AREG 


NM_001657 


NCBI 


NM_001657 


ARG 


NM 005158 


NCBI 


NM 005158 


ASH1 


NM_018489 


NCBI 


NM_018489 


B-actin 


NM_001101 


NCBI 


NM_001101 


B-Catenin 


NM_001904 


NCBI 


NM_001904 


B2M 


NM_004048 


NCBI 


NM_004048 


BAD 


NM_004322 


NCBI 


NM 004322 


BAD 


AK023420 


NCBI 


AK023420 


BAD 


NM_032989 


NCBI 


NM 032989 



Gene Name 






GHIallgenes2-03.txt 


Sequence ID 


Sequence Source 


Accession Number 


BAG1 


NM_004323 


NCBI 


NM_004323 


Bak 


NM_001188 


NCBI 


NM_001188 


Bax 


NM_004324 


NCBI 


NM_004324 


BBC3 


NM_014417 


NCBI 


NM_014417 


BCAR1 


NM_0 14567 


NCBI 


NM_014567 


BCAR3 


NM_003567 


NCBI 


NM_003567 


Bcl2 


NM_000633 


NCBI 


NM 000633 


BCL2-related 


BC017197 


NCBI 


BC017197 


BCL2L10 


NM_020396 


NCBI 


NM_020396 


BCL2L1 1 


NM_006538 


NCBI 


NM_006538 


BCL2L12 


NM_052842 


NCBI 


NM_052842 


BOX 


NM_001191 


NCBI 


NM_001191 


BCRP 


NM_004827 


NCBI 


NM_004827 


BECN1 


NM_003766 


NCBI 


NM_003766 


BFGF 


NM_007083 


NCBI 


NM_007083 


BG675392 


BG675392 


NCBI 


BG675392 


BID 


NM_001196 


NCBI 


NM_001196 


BIK 


NM_001197 


NCBI 


NM_001197 


BIN1 


NM_004305 


NCBI 


NM_004305 


B1M 


NM_000057 


NCBI 


NM_000057 


BNIP1 


NM_013979 


NCBI 


NM_013979 


BNIP2 


NM_004330 


NCBI 


NM 004330 


BNIP3 


NM_004052 


NCBI 


NM_004052 


BNIP3L 


NM_004331 


NCBI 


NM_004331 


BPAG1 


NM_0 15548 


NCBI 


NM 015548 


BRAF 


NM_004333 


NCBI 


NM_004333 


BRCA1 


NM_007295 


NCBI 


NM_007295 


BRCA2 


NM_000059 


NCBI 


NM_000059 


BRK 


NM_005975 


NCBI 


NM_005975 


BRMS1 


AF159141 


NCBI 


AF159141 


BRS3 


NM_001727 


NCBI 


NM 001727 


BTC 


NM_001729 


NCBI 


NM_001729 


BTF3 


NM_001207 


NCBI 


NM 001207 


BUB1 


NM_004336 


NCBI 


NM_004336 


c-abl 


NM 005157 


NCBI 


NM_005157 


c-kit 


NM_000222 


NCBI 


NM_000222 


c-myb 


NM_005375 


NCBI 


NM_005375 


C20 orfl 


NM_012112 


NCBI 


NM_012112 


C20orfl03 


NK-0 12261 


NCBI 


NM_012261 


c20orflO8 


NM_080821 


NCBI 


NM_080821 


CA9 


NM_001216 


NCBI 


NM_001216 


CACNA2D2 


NM_006030 


NCBI 


NM_006030 


Cad 17 


NM_004063 


NCBI 


NM_004063 


CASP8 


NM_033357 


NCBI 


NM_033357 


CCNA2 


NM_001237 


NCBI 


NM_001237 


CCNB1 


NM_031966 


NCBI 


NM_031966 


CCNB2 


NM_004701 


NCBI 


NM_004701 


CCND1 


NM_001758 


NCBI 


NM 001758 





Sequence ID 




NM_001760 




NMJ301238 




NM_057749 


v^v^iNri/Z van ant i 


NM_05 7 749 var 1 


^v-/iNnz van an i 3 


XTX AT f\f\ A 1f\f\ 

NM_004702 


KsLJ 1 Uj 


XTX r f\/~\f\ 110 

NM_000118 




JNM_003327 


LUlo 


NM_0002ll 


/~ 1 TX'3 1 


NM_000442 




NM_000734 


t^U4U 


NM_000074 




X55150 




M59040 


l_,LJ44V.3 


AJ25l595v3 


UJJ44VO 


AJ25l595v6 


LUOo 


xtx >r Ar\ 1 ^ r 1 

NM_00l25l 




NM_00223 1 




NM_001769 




NM_001255 


caczSA 


NM_001789 


/^T^/^O CD 


NM_021874 




XTX >T f\f\ A O 

NM_004360 


LUAZ 


NM_001265 




NM_002483 




NM_020974 


UriLrrl intron 1 


NM_020974int 1 


Ccvj-r l intron z 


NM_020974int2 


Uiivjr-rl intron J 


NM_020974int3 


Cfcvxr l intron 4 


NM_020974int4 


KsCtKjrl intron d 


NM_020974int5 


CbLrr 1 intron 7 


XTX jT AAT A * j ^ 

NM_020974int7 




NM_001275 




XTX K f\t~\e A A t 

NM_005441 


CxlKl 


NM_001274 


cnicz 


NM_007194 




xtx x r\f\t 1 /■/■ 

NM_00ll66 


LlArz 


xtx k f\r\-\ t v" c 

NM_00ll65 


PI/ A T> vl 


NM_006825 


dauain 


4 NM_00l305 


clVLet 


NM__000245 


ClVi I 1^ 


XTX K f\(\^\ A S~ T 

NM_002467 




NM_00l299 




NM_00O088 


PAT 1 AO 


NM_000089 


v^ontig z /00Z 


A ~w c\c\r\/i 1 0 

AKOOOoio 


Contig 36744 


XM_087225 


Contig 51037 


XM_058945 


Contig38438 


AI744123 





GHIalIgenes2-03.txt 


Sequence Source 


Accession Number 


NCBI 


NM_001760 


NCBI 


NM_001238 


NCBI 


NM_057749 


NCBI 


NM_057749 


NCBI 


NM_004702 


NCBI 


NM_000ll8 


NCBI 


NM_003327 


NCBI 


NM_00021l 


NCBI 


NM_000442 


NCBI 


NM_000734 


NCBI 


NM_000074 


NCBI 


X55150 


NCBI 


M59040 


NCBI 


AJ251595v3 


NCBI 


AJ251595v6 


NCBI 


NM_001251 


NCBI 


NM_002231 


NCBI 


NK-001769 


NCBI 


NM_001255 


NCBI 


NM_001789 


NCBI 


NM_021874 


NCBI 


NM_004360 


NCBI 


NM_001265 


NCBI 


NM_002483 


NCBI 


NM_020974 


NCBI 


NM_020974intl 


NCBI 


NM_020974int2 


NCBI 


NM_020974int3 


NCBI 


NM_020974int4 


NCBI 


NM_020974int5 


NCBI 


NM_020974int7 


NCBI 


NM_001275 


NCBI 


NM_005441 


NCBI 


NM_001274 


NCBI 


NM_007194 


NCBI 


NM_001166 


NCBI 


NM_001165 


NCBI 


NM_006825 


NCBI 


NM_001305 


NCBI 


NM_000245 


NCBI 


NM_002467 


NCBI 


NM_001299 


NCBI 


NM_000088 


NCBI 


NM_000089 


NCBI 


AK000618 


NCBI 


XM-087225 


NCBI 


XM_058945 


NCBI 


AI744123 



Gene Name 






GHIallgenes2-03.txt 


Sequence ID 


Sequence Source 


Accession Number 


Contig44799 


Contig44799 


Rosetta Contigs 


Contig44799 


Contig46653 
Contig47405 


Contig46653 
Contig47405 


Rosetta Contigs 
Rosetta Contigs 


Contig46653 
Contig47405 


C0X2 


NM_000963 


NCBI 


NM_000963 


CRBP 


NM_002899 


NCBI 


NM_002899 


cripto 


NM_003212 


NCBI 


NM_003212 


CRK7 


NM_016507 


NCBI 


NM_0 16507 


CRMP1 


NM_001313 


NCBI 


NM_001313 


CSF1 


NM_000757 


NCBI 


NM_000757 


CSF1R 


NM_005211 


NCBI 


NM_005211 


CSF3 


NM_000759 


NCBI 


NM_000759 


CSNK1D 


NM_001893 


NCBI 


NM_001893 


CSTF1 


NM_001324 


NCBI 


NM_001324 


CTSB 


NM_001908 


NCBI 


NM_001908 


CTSD 


NM_001909 


NCBI 


NM_001909 


CTSH 


NM_004390 


NCBI 


NM_004390 


CTSL 


NM_001912 


NCBI 


NM_001912 


CTSL2 


NM_001333 


NCBI 


NM_001333 


Cyclin C 


NM_005190 


NCBI 


NM_005190 


Cyclin Gl 


NM_004060 


NCBI 


NM 004060 


Cyclin G2 


NM_004354 


NCBI 


NM_004354 


Cyclin K 


BC015935 


NCBI 


BC015935 


CYP 


NM_006347 


NCBI 


NM_006347 


CYP11B1 


NM_000497 


NCBI 


NM_000497 


CYP17 


NM_000102 


NCBI 


NM_000102 


CYP1A1 


NM 000499 


NCBI 


NM_000499 


CYP1A2 


NM_000761 


NCBI 


NM_000761 


CYP181 


NM_000104 


NCBI 


NM_000104 


CYP21A2 


NM_000500 


NCBI 


NM_000500 


CYP24 


NM_000782 


NCBI 


NM_000782 


CYP27A1 


NM 000784 


NCBI 


NM_000784 


CYP27B1 


NM_000785 


NCBI 


NM_000785 


CYP2A13 


NM_000766 


NCBI 


NM_000766 


CYP2A6 


NM_000762 


NCBI 


NM_000762 


CYP2A7 


NM_000764 


NCBI 


NM_000764 


CYP2A7 


NM_030589 


NCBI 


NM_030589 


CYP2C18 


NM_000772 


NCBI 


NM_000772 


CYP2C19 


NM_000769 


NCBI 


NM_000769 


CYP2C8 


NM 030878 


NCBI 


NM_030878 


CYP2C8 


NM_000770 


NCBI 


NM_000770 


CYP2C9 


NM_000771 


NCBI 


NM_000771 


CYP2D6 


NM_000106 


NCBI 


NM_000106 


CYP2E 


NM_000773 


NCBI 


NM_000773 


CYP2F1 


NM_000774 


NCBI 


NM_000774 


CYP2S1 


NM_030622 


NCBI 


NM_030622 


CYP39A1 


NM_0 16593 


NCBI 


NM_0 16593 


CYP3A4 


NM_017460 


NCBI 


NM_0 17460 


CYP3A43 


NM_022820 


NCBI 


NM 022820 



Gene Name 


Sequence ID 


C Y if 4r 1 2 


NM 023944 




NM_J)01082 


Lirj I 


ATA iT f\f\/*\^C\s' 

NM_000786 




"K TA K AAATOA 

NM__000780 


PVD7H 1 
tlr/Dl 


ATA r r\r\ a cir\ r\ 

NM_004820 


PVDOD 1 


NM_00439l 




"X. TA 4" f\f\ A O 

NM_004938 - 




NM_0l5l78 


JJUU exons 1 o-23 


X76132-18-23 


DUU_exonso-7 


X76l32_6-7 




NM_000788 




ATX >T f \ 1 /T >l "> A 

NM_0l6434 




TVTA/T (\C\r\H C\ 1 

JNM_UUU791 


nupc 


ATA /f A1 lyini 

JNM_U134U7 


T\T A DT r\ 

DIABEU 


NM_019887 


TWITS' T? r 7~m.C4Z A 

DKrZp5o4 


XM_047080 


DKr ZpD ooJVLU723 


AL050227 


DJNM13A 


ATA if e e ^\ 

NM_022552 


DP YD 


NM_000110 


T"\"D A 

DR4 


NM_003844 


DK5 


\ti r AATO jII 

NM_003842 


"COT? 1 

E2r 1 


NM_005225 


ED JN1 endotnelin 


NM_001955 


Eor 


\T|k r f\r\ 1 A/"> 

NM_001963 


EOrR 


NM_005228 


"T? T7"T> J^*7 

ECxrRd27 


EGFRd27 


ELF4E 


\t\ r r\f\ i r\yo 

NM_001968 


ELF4EE3 


NM_004846 


T7A/TD 1 

EJVLr 1 


\T\ K AA1 ylOO 

NM_0ul423 


T7"\ jTO 1 


xta r\r\ c ^ 1 

NM_00523 1 


EJNUl 


Xffc /f AA1 yf ^ o 

NM_001428 


EpCAM 


NM_002354 


UDUV 1 

EEHXl 


NM_000l20 


ER2 


•x. -r» r r\r\ 1 >nn 

NM_00l437 


ErbB3 


NM_00l982 


ERBB4 


NM_005235 


ERCC1 


NM_001983 


ERECj 


NM_001432 


EKK1 


Zl 1696 




AvTA jT AA^T j! f 

NM_002745 


bRKa 


ATA if >l A c 1 

NM_00445 1 


"CC1V K 1 

EoMl 


ATA K AATA^ 

NM_007036 


EstRl 


ATA 4" /*v /"v r\ -| r\ c 

NM_000l25 


rz 


ATA jT f\f\f\F f\f~ 

NM__000506 


F2R 


NM 001992 


F2RL2 


NM_004l0l 


fas 


NM_000043 


fasl 


NM 000639 
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Sequence Source 


Accession Number 


NCBI 


NM_023944 


NCBI 


NM 001082 


NCBI 


NM_000786 


NCBI 


NM_000780 


NCBI 


NM_004820 


NCBI 


NM 004391 


NCBI 


NM_004938 


NCBI 


NM 015178 


NCBI 


X76132_18-23 


NCBI 


X76132_6-7 


NCBI 


NM_000788 


NCBI 


NM_016434 


NCBI 


NM_000791 


NCBI 


NM_013407 


NCBI 


NM_019887 


NCBI 


XM_047080 


NCBI 


AL050227 


NCBI 


NM_022552 


NCBI 


NM_000110 


NCBI 


NM_003844 


NCBI 


NM_003842 


NCBI 


NM 005225 


NCBI 


NM_001955 


NCBI 


NM_001963 


NCBI 


NM_005228 


GHI Custom 


EGFRd27 


NCBI 


NM_001968 


NCBI 


NM 004846 


NCBI 


NM_001423 


NCBI 


NM_005231 


NCBI 


NM_001428 


NCBI 


NM 002354 


NCBI 


NM_000120 


NCBI 


NM 001437 


NCBI 


NM_001982 


NCBI 


NM_005235 


NCBI 


NM_001983 


NCBI 


NM_001432 


NCBI 


Z11696 


NCBI 


NM_002745 


NCBI 


NM 004451 


NCBI 


NM_007036 


NCBI 


NM_000125 


NCBI 


NM_000506 


NCBI 


NM_001992 


NCBI 


NM 004101 


NCBI 


NM 000043 


NCBI 


NM 000639 



Gene Name 


Sequence ID 


FBX05 


NM_012177 


FGF 19 


NM_005117 


FGF1 


NM_000800 


FGF18 


NM_003862 


FGF2 


NM_002006 


FGF8 


NM_033163 


T~< I'll O 

FGFR 2 


"VTTk if" /^A^A^O 

NM_023028 


FGFR 3 


NM_000142 


FGFR1 


NM_023109 


FGFR4 


NM_002011 


FHIT 


NM_002012 


FKBP4 


NM_0020l4 


FL310713 


NM_0l8l89 


FLJ20354 


NM_0l7779 


FLT1 


NM_0020l9 


FN1 


NM_002026 


FOLR1 


NM_016730 


FOXM1 


NM_021953 


FOXM1 intron 3 


NM_021953 int3 


FOXM1 intron 4 


NM_021953 int4 


FOXM1 intron 5 


NM_021953 int5 


FOXM1 intron 7 


NM__021953 int7 


FPPS 


NM_002004 


FRPI 


NM_0030l2 


Furin 


NM 002569 


FUS 


NM_004960 


FUT1 


NM_000l48 


FUT2 


NM_0005ll 


G-Catenin 


NM_002230 


GAMMA 


NM 003890 


GAPDH 


NM_002046 


GATA3 


NM_00205 1 


GCLC 


NM_00l498 


GCLM 


NM 002061 


GGPS1 


NM_004837 


GGT 


X98922 


gpl30 


NM_002l84 


GPC1 


NM_00208l 


GPC3 


NM_004484 


GPX1 


NM_00058l 


GPX2 


NM_002083 


GPX3 


NM_002084 


GPX4 


NM_002085 


GRB7 


NM_005310 


GROl 


NM_001511 


GRP 


NM_002091 


GRPR 


NM 005314 


GSN 


NM 000177 
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Sequence Source 


Accession Number 


NCBI 


NM_012177 


NCBI 


NM_005117 


NCBI 


NM_000800 


NCBI 


NM_003862 


NCBI 


NM_002006 


NCBI 


NM_033163 


NCBI 


NM_023028 


NCBI 


NM_000142 


NCBI 


NM_023109 


NCBI 


NM_002011 


NCBI 


NM_002012 


NCBI 


NM_002014 


NCBI 


NM_018189 


NCBI 


NM_0 17779 


NCBI 


NM_002019 


NCBI 


NM_002026 


NCBI 


NM_0 16730 


NCBI 


NM_021953 


NCBI 


NM_021953 int3 


NCBI 


NM_021953 int4 


NCBI 


NM_021953 int5 


NCBI 


NM_021953 int7 


NCBI 


NM_002004 


NCBI 


NM_003012 


NCBI 


NM_002569 


NCBI 


NM_004960 


NCBI 


NM_000148 


NCBI 


NM_000511 


NCBI 


NM_002230 


NCBI 


NM_003890 


NCBI 


NM_002046 


NCBI 


NM_002051 


NCBI 


NM_001498 


NCBI 


NM_002061 


NCBI 


NM_004837 


NCBI 


X98922 


NCBI 


NM_002184 


NCBI 


NM_002081 


NCBI 


NM_004484 


NCBI 


NM_000581 


NCBI 


NM_002083 


NCBI 


NM_002084 


NCBI 


NM_002085 


NCBI 


NM_005310 


NCBI 


NM_001511 


NCBI 


NM_002091 


NCBI 


NM 005314 


NCBI 


NM 000177 
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Vjcne in a me 


Sequence ID 


Sequence Source 


Accession Number 


vjo 1 JVli 


XTA A AAnr^i 

NM_000561 


NCBI 


NM 000561 


1 iVLJ 


XTA A AAAO A C\ 

NJVMJ00849 


XTOTiT 

NCBI 


NM 000849 


tao Ip 


XTA yC AAAO C 1 

NM_UUU852 


XT/^TIT 

NCBI 


NM_000852 


Lrol I I 


XTA >f AAAOC^ 

JNM_UUUo53 


XT/^TJT 

NCBI 


XTA A f \ Ci c ^ 

NM_000853 


uo 1 LZ 


XTA A AAAOC/I 

JNM_UUUo54 


NCBI 


XTA A f\f\ f\ O C A 

NM_000854 




XTA A f\(\C\ 1 O 1 

NM_UUU181 


NCBI 


NM_000l8l 


TJO A E7 


XTA A AA1 1 f~\/Z 

JNM_002106 


XT/^TIT 

NCBI 


xta a 1 r\s* 

NM 002106 


ria-Kas 


XTA A AAC ^ A~i 

NM_005343 


NCBI 


xta a r\ r\ c ^ A ^ 

NM 005343 




XTA A A A 1 A A C 

NM_UU194:> 


XT/"»T3T 

NCBI 


XTA A AA1 A >l T 

NM_00l945 


1_ r^T> A « 

nLKA a 


U78556 


NCBI 


U78556 


UTJ'XTTI 
iLbJN 1 1 


"KTA A A A A (~\ C C 

NM_004955 


ATATiT 

NCBI 


X TTk A /^v v"\ A f \ r C 

NM 004955 


Hep sin 


XTA A AAO 1 C 1 

NM_002151 


NCBI 


NM_002151 


TTTTT) O 

rliiKZ 


XTA A A A A A A Q 

JNM_UU444o 


XT/^TIT 

NCBI 


XTA A r\r\ AAAO 

NM_004448 


nerzr 


J05264 


NCBI 


J05264 




A yTO A 1 A C 


ATPTiT 

NCBI 


M29145 


TTTT7 1 A 

HIF1 A 


xta >r aai /t^a 

NM_O0l53O 


NCBI 


XTA A 1 C ^ f\ 

NM_001530 


TTT A T\T>"D 1 

H LA-Dr B 1 


XTA A AAO 1 01 

NJ\4_UU2121 


NCBI 


XTA A f\i\^\ 1 1 

NM_00212l 


TTT A 

HLA-G 


NM_002127 


NCBI 


NM_002127 


HNF3A 


NM_004496 


NCBI 


XTA A A A /*\ f 

NM_004496 


HNRPAB 


XTA / f\f\ A A A A 

NM_004499 


ATrcHT 

NCBI 


xta a r\r\ a a c\r\ 

NM_004499 


HOXA5 


XTA A A1 C\t A^ 

NM019102 


NCBI 


XTA A /~Y 1 1 

NM_019102 


HOXB7 


xta a a a a c r\^% 

NM_004502 


NCBI 


X TA A f\f\ A c r\f\ 

NM_004502 


IBSP 


XTA A AA/IAZ'T 

NM_004967 


ATPHT 

NCBI 


xta a i\r\ a r\£~ ^i 

NM_004967 


T J ^ 

Id-3 


xta a r\r\r\ 1 Z"T 

NM_002167 


NCBI 


XTA A 1 f ^ 

NM_002l67 


ID1 


XTA A AA^ A /Z C 

NM_002165 


ATr<T>T 

NCBI 


XTA A 1 Z" C 

NM_002165 


ID2 


xta a r\r\r\ 1 z*z* 

NM_002l66 


ATrriT 

NCBI 


NM_002l66 


IER3 


XTA if Af ^01 C 

NM_052815 


ATrr>T 

NCBI 


XTA A Af T01 C 

NM_0528l5 


T/^TT 1 

ICjFI 


xta a a a a zr i o 

NM_000618 


NCBI 


xta yr r\r\r\zr i o 

NM_000618 


lGrlR 


XTA A AAAO T C 

NM_000875 


AT/^TJT 

NCBI 


XTA yf AAAO ^7 C 

NM_000875 




XTA A AAA£ 1 O 

JNM_UUUol2 


XTOT3T 

NCBI 


XTA /f AAA/1 1 o 

NM_U0Uol2 


IGFBP1 


VA /TAA /(/TOO 

XM004688 


NCBI 


"va yr AAyj/roo 

XM_004688 


IGFBP2 


NM_000597 


NCBI 


xta a f\r\i~\ c r\^i 

NM_000597 


T/'~" , T?T">TA'"> /"VA yT\ 

1CjFBP2(XM) 


XM_002636 


NCBI 


XM_002o36 


IGrBFi 


XTA A AAACAO 

NM_000598 


NCBI 


xta a aaacao 

NM_000598 


T/^T?T~iTA A 

IGFBP4 


"VTA A A A A A^ *1 

XM_049937 


NCBI 


XM_049937 


IGFBP5 


A A 7" A £ *"\ Z" ^\ A 

AY052629 


ATrtnT 

NCBI 


AY052629 


T/^TTTD TIC 


XTA >T AAAC AA 

NM_000599 


ATrtnT 

NCBI 


X TA yr AAA c r\ A 

NM_000599 


IGFBP6 


XTA a r\ry\ 1 TO 

NM 002 178 


NCBI 


XTA A f\f\r\ i ^-y o 

NM_002178 


T/"^T?T>Ti*7 


XTA A AA1 CC5 

NM_001553 


XTATJT 

NCBI 


xta yr AA1 C C 

NM_001553 


tt m 
LL1U 


XTA A AAACT) 

NM_UUU572 


NCBI 


xta yr AA ACT^ 

NM_000572 


TT /I 


XTA yf AAAjCAA 


XT/^"DT 

NCBI 


xta yr A A AZ" A A 

NM_000600 


TT T 1 

LL1-2 


XTA a c\r\n /z cc\ 

NM_006669 


XTr^n t 

NCBI 


XTA a r\r\^z /Z ^ C\ 

NM_006669 


TXTP 1 

JJNG1 


XTA A AACCOT 

NM_005537 


X T/^Ti T 

NCBI 


xta yr f\r\ c c ^ 

NM_005537 


TXTO A A 1 


XTA A AAI 1 AZT 

NM_002196 


XTODT 

NCBI 


XTA A AA<*> 1 C\ S~ 

NM_002196 


TT> C 1 
lXvO 1 


IN 1V1 UUj J *T*T 




XTA iC f\f\^^AA 


ITGA3 


NM_002204 


NCBI 


NM_002204 


ITGA7 


NM_002206 


NCBI 


NM 002206 


ITGB3 


NM_000212 


NCBI 


NM_000212 



GHIalIgenes2-03.txt 



Gene Name 
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Sequence Source 


Accession Number 


k-ras 


XTA Jf A^T^/TA 

NM_033360 


NCBI 


NM_033360 


JvoiDz/oy oqzJ 


TAT") 1 ClTPA 

KJ31527G9 


NCBI 


KB1527G9 


JsJJK 


xtavt nnoic5 
JNM 


NCBI 


ATA /-v f\r\ f\ C <^ 

NM_002253 


ivi-o / 


XTA JT AA1 >I1 n 

NM_002417 


NCBI 


NM_002417 


VTA A1 OAfl 


A T A ^ A/I /CO 

AJ420468 


NCBI 


AJ420468 


Kiting 


XTA >T AAAOAA 

NM_000899 


NCBI 


NM_000899 


T/T T/1A 

JvLKlU 


xta if f\r\^ T7/: 

NM_00277o 


NCBI 


NM_002776 


KLJvl 1 


XTA >C AA/TOCI 

NM_006853 


NCBI 


NM_006853 




BC000712 


NCBI 


BC000712 


KK1 4 


XTA >r A An A TO 

NM_002272 


NCBI 


ATA r f\ ^7 n 

NM_002272 


KK1 14 


XTA /T AAACl/C 

NM_000526 


XT/TiT 

NCBI 


NM_000526 


KK1 17 


XTA /T AAA/IOI 

NM_000422 


NCBI 


ATA MT AAA jl^/N 

NM_000422 


KRT18 


XTA Jf A A An n /• 

NM_000224 


NCBI 


"V TTl aa Ann >l 

NM_00.0224 


T>f TX T" 1 r\ 

KRT19 


ATA JT 

NM_002276 


NCBI 


"v 7~* k AAnn^^ - 

NM_002276 


KRT5 


ATA 4" Af\A >| 

NM_000424 


NCBI 


"V T"» M AAA i A ji 

NM_000424 


KRI8 


XTA Jf f\C\f\*\*i1 

NM_002273 


XTOT1T 

NCBI 


ata mt AAnn^n 

NM_002273 


LAMC2 


ATA X t~\f\ C C f <*\ 

NM_005562 


NCBI 


NM 005562 


t a a irrxA 

LAMP2 


ATA K A 1 ^AAf 

NMO 13995 


NCBI 


ATA t A -1 nAA^ 

NM 013995 


T A >TA TTX 1 

LMNBl 


ata jt a a zr no 

NM_005573 


NCBI 


ATA K t~\ A F C ^ n 

NM_005573 


LMYC 


ATA jT A1 1 ill 1 

NM_0l242l 


NCBI 


A TA K /~y 1 n >1 n "1 

NM_0 12421 


LOC51038 


ATA if A1 C Q C O 

NM_0l5858 


NCBI 


A TA 4" A 1 r O f A 

NM_0l5858 


LOT! van ant 1 


NM_002656 


A T/"1 1 > T 

NCBI 


ATA iT AAA S~ C S" 

NM002656 


Lotl variant 2 


ata iT a a >"7 1 o 

NM_0067l8 


NCBI 


ATA X AAy^^l A 

NMJ)06718 


LPL 


ata >r a a An n 

NM_000237 


NCBI 


"lk. n x A/"\Ann^r 

NM_000237 


t nn a 

LTA 


ata jt aaaaTA*t 

NM_000595 


NCBI 


ATA Jf AAAlTAi!* 

NM 000595 


a >ta An ^ a 

M20259 


a jTA An c a 

M20259 


NCBI 


a jrn An r a 

M20259 


MAGEE 1 


ATA Jf A 1 X^A A A 

NM_0l6249 


NCBI 


A TA X A 1 X"n A A 

NM_0 16249 


MAPK4 


ATA Jf r\C\'~\'1 A*l 

NM_002747 


NCBI 


XTA vr a An H/n 

NM_002747 


Maspin 


ATA Jf AAAyrn A 

NM_002639 


NCBI 


XTA 4" AA^^IA 

NM__002639 


MCJ 


ATA Jf f\ t n An O 

NM_013238 


XT/^TXT 

NCBI 


xta / Ainnno 

NM 013238 


MCL1 


A.TA Jf AO i Ayf A 

NM_021960 


NCBI 


ATA K AA 1 AX" A 

NM_02l960 


A Jf f~^K jfn 

MCM2 


ATA AT A A 4 2T A 

NM_004526 


NCBI 


xtx / r\r\ a e r\ s~ 

NM_004526 


MCM3 


ATA If AAIOOO 

NM_002388 


XTrtTIT 

NCBI 


ATA M a An n o o 

NM_002388 


MCM6 


ATA >T AA^A.1 c 

NM_0059l5 


XT/^TXT 

NCBI 


ATA jf" AAf A1 C 

NM_0059l5 


MCM7 


ATA Jf AArr\ 1 yT 

NM_0059l6 


NCBI 


ATA K AATA1 

NM_0059l6 


MCPl 


ATA iT /"\ A A A O A 

NM_002982 


NCBI 


ATA iT AAAAOn 

NM_002982 


A jfTAX >f n 

MDM2 


ATA >f A An n 

NM_002392 


NCBI 


ATA JT AAAnAA 

NM_002392 


MDS028 


A.TA jT A1 Oyl/TI 

NM_0 18463 


NCBI 


A.TA JT A 1 O 4 z"n 

NM_0l8463 


MEL 


XTA Jf A A *7 n 'I c\ 

NM005370 


NCBI 


XTX if A A ZT n TA 

NM_005370 


MhLK 


XTA Jf A1 A ^7 A 1 

NM_0l4791 


NCBI 


ATA X A 1 4 HA -| 

NM_0 14791 


A Jf -JU. 1 

Mgbl 


XTA iT AAO Alt 

NM_00241 1 


NCBI 


ATA Jf A An /lit 

NM_002411 


MGJVL1 


ATA >T AA^ 1 n 

NM_0024l2 


NCBI 


"V Tl AT AAA if < n 

NM_002412 


A /TPCT1 

MGST1 


ATA jf AOAOAA 

NM_020300 


NCBI 


"v t» AnnnA/-v 

NM_020300 


A /TT TT i 


XTA If f\f\f\^\ AC\ 

NM_000249 


NCBI 


ATA if AAAA A A 

NM_000249 


A/fT T 

JVl.Lr.Lr 


XTA /f AAfQ-J^ 


\TPDT 


JNM_UU5933 


MMP12 


NM_002426 


NCBI 


NM_002426 


MMP2 


NM_004530 


NCBI 


NM_004530 


MMP9 


NM_004994 


NCBI 


NM_004994 



Gene Name 


Sequence ID 


A/TD D 1 

JVLbCrl 


"V TTk /"V A A f\ a 

NM_004996 


JVLKP2 


NMJ)00392 


JVLKri 


"V TA AT jTX. ./"V iT\ S~ 

NM_003786 


A AJT> "D /I 

JVLKr4 


"V TX AT \ ^ A A /" 

NM__005845 


Mbriz 


NM_000251 


MSH3 


NM_002439 


MSH6 


NM_000179 


MT3 


NM_005954 


A /fT A 1 

MTA1 


"V Tl AT f\ A A S~ t~% /"V 

NM_004689 


A vTT T/"^ 1 

MUC1 


NM_002456 


A AT T/"^ 1 

MUC1 


J05582 


A AT 

MUC3 


AF007194 


MVP 


NM_017458 


MYBL2 


"V T"» AT A f~\ A A y V" 

NM_002466 


MYH11 


NM_002474 


MYLK 


"V TH AT A ^ A A 

NM_053025 


MYRJP 


NM_0 15460 


XT A rvrnm A C A 


AF258341 


XTO A A K 1 

JNCAJVL1 


NM_0006l5 


NEK2 


"V Til AY /\/"\/% A £\^t 

NM_002497 


NFKBp50 


NM_003998 


NFKBp65 


NM_02l975 


NMB 


NM_021077 


"VTA 

NMBR 


NM_002511 


"VTA yfT - 1 1 

NMEl 


NM_000269 


NMU 


NM_006681 


ATA iTAT - /^ 

NMYC 


NM_005378 


tt~*t~\ /~\r\t~\ 

NPDO09 


"V TTk M~ AA A/-n/* 

NM_020686 


A^TT"* A A. A 

NR4A1 


"V TV jT f\f\f\ ■% C 

NM_002135 


NRGl 


"V TV AT f\ 1 *\ r\ C T 

NM_013957 


\Tn F> 1 


"VTA jT AA1 OT^ 

NM_003873 


NRP2 


NM_003872 


ODC1 


NM_002539 


y""\TYA T a. j • 

OPN, osteopontin 


"V T~* AT y^v y^ y^ 

NM_000582 


OKC3 


TWTA AY /*\ 1 ^ ^ O 1 

NM_0l238l 


Osteonectin 


ATV JT y"\/-\ <■> -l -i o 

NM_003ll8 


T\t A A T» T* 

P14ARF 


S78535 


pl4ARF 


NM_000077P14 


plo-INK4 


L27211 


P161NK4 


NM_000077 


a -i 

p21 


"V T~» AT AAA/^ AA 

NM_000389 


p27 


A TV K A A A f\ /" A 

NM_004064 


P40 


NM_006824 


P53 


NM_000546 


p53R2 


AB036063 


p63 


NM_003722 


P66 


AB032976 


PAI1 


NM 000602 
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Sequence Source 


Accession Number 


NCBI 


NM_004996 


NCBI 


NM_000392 


NCBI 


NM_003786 


NCBI 


NM_005845 


NCBI 


NM_000251 


NCBI 


NM_002439 


NCBI 


NM_000179 


NCBI 


NM_005954 


NCBI 


NM_004689 


NCBI 


NM_002456 


NCBI 


J05582 


NCBI 


AF007194 


NCBI 


NM_017458 


NCBI 


NM_002466 


NCBI 


NM_002474 


NCBI 


NM_053025 


Incyte Diagnostic 


NM_0 15460 


NCBI 


AF258341 


NCBI 


NM_000615 


NCBI 


NM_002497 


NCBI 


NM_003998 


NCBI 


NM_021975 


NCBI 


NM_021077 


NCBI 


NM 002511 


NCBI 


NM_000269 


NCBI 


NM_006681 


NCBI 


NM 005378 


NCBI 


NM_020686 


NCBI 


NM_002135 


NCBI 


NM_013957 


NCBI 


NM 003873 


NCBI 


NM_003872 


NCBI 


NM_002539 


NCBI 


NM_000582 


NCBI 


NM 012381 


NCBI 


NM_003118 


NCBI 


S78535 


NCBI 


NM_000077 


NCBI 


L27211 


NCBI 


NM_000077 


NCBI 


NM_000389 


NCBI 


NM_004064 


NCBI 


NM_006824 


NCBI 


NM_000546 


NCBI 


AB036063 


NCBI 


NM_003722 


NCBI 


AB032976 


NCBI 


NM 000602 



Gene Name 


Sequence ID 


rrSLrJJ 


X04217 


PCjNA 


NM_002592 


PCP4 


ATA AT f\ i"V s~ ■% r\e\ 

NM 006198 


ruijr A 


ATA AT f\f\^yr\*^ 

NM_002607 


PJJGrB 


ATA AT f\C\ 

NM_002608 


rDGrC 


ATA AT f\ ~t /"/^Af 

NM_0 16205 


PDGrD 


ATA AT /"\ A Afl 

NM_025208 


rDCjrKa 


ATA >T A*\f\ aT ' *^ f\ S~ 

NM_006206 


PDGrRb 


ATA at t~\r\>~\ s~ r\c\ 

NM_002609 


PbCl 


ATA AT f\ f\ S* 1 1 ^ 

NM_006117 


PGK1 


ATA at r\f\r\<>r\t 

NM_000291 


T>1 OTA 

P13K 


ATA AT A 

NM_002646 


P13KC2A 


ATA jT /"V/X^y* 4 /- 

NM_002645 


PIK3R1 


M61906 


Pml 


ATA AT r\ r\ f r\ 1 

NM_006221 


PKCe 


ATA AT f~\ f\ C A f\ t~\ 

NM_005400 


T>T> r T T"> 

PKLR 


ATA AT /~\ f\ C\ O 

NM_000298 


T%T A T TT> 

PLAUR 


ATA AT t\f\^\A^Cf\ 

NM_002659 


tit 

PLK 


ATA AT f\ r\ c r\ 

NM_005030 


PMS1 


ATA AT /\f\t~\ C ^ A 

NM_000534 


TJA irri^» 

PMS2 


ATA AT /"\ /"V /~\ C ^ C 

NM_000535 


PPARG 


ATA AT AATA'^'? 

NM_005037 


T"»TV\ AT 1 T^V 

PPM ID 


ATA f f\f\*> f\f\ 

NM_003620 


PR 


NM_000926 


"F»T* A X ATT 

PRAME 


A TTk AT /-\ /-\ j-- 4 -a r 

NM_006115 


PRAME intron l 


ATA AT f\ f\ s" ~\ 1 C ' a -1 

NM_006115mtl 


T"»T~» A A ATT> ' a 

PRAME intron 2 


ATA AT /~\ f~\ S~ A 1 ^ " a >~\ 

NM_006ll5int2 


T»T> A A ATT * „ a. O 

PRAME intron 3 


ATA AT (~\ r\ S~ "1 -1 C % a_^\ 

NM_006115int3 


PRAME intron 4 


A TA K f\ f~\ ✓'I 1 C ' a_ A 

NM_006115int4 


T*T> A A ATT ' a C 

PRAME intron 5 


ATA AT i~\ f\ f 1 ~t C* a C 

NM_006ll5int5 


T»T» T~?T"» 

PREP 


ATA K r\ f\f*\ ^1 ^ S~ 

NM_002726 


T*T> XT' (~~*T\ 


ATA AT AA/"^ f A 

NM_006254 


PRKCG 


ATA AT i~\r\r>*T\f\. 

NM_002739 


PR02000 


NM_014109 


pS2 


ATA *" f\ /\ ^ /■> t? 

NM_003225 


PTD016 


A TA AT t~\-\ S~ ■% <\ C 

NM_016125 


TV I ' 1 'AT 

PTEN 


NM_000314 


nTTTT TT 

PTHLH 


ATA K f\f\f\C\r\i~\ 

NM_002820 


'D'T'TIT^I 

P1PD1 


ATA AT f\f\^F\^C\ 

NM_007039 


TVI "T 1 /""^ 1 

PI TGI 


ATA AT t~\f\ A f\ -\ t\ 

NM_004219 


T>T TAT/"^ 

PUNC 


A "XT' t*\ C\ C C ^ f\ 

AK095529 


Q9BQI9 


NM_031474 


Q9BSD3 


NM_031465 


RAB27B 


NM_004163 


RAD51C 


NM_058216 


RAD54L 


NM_003579 


RANBP2 


NM_006267 


RARA 


NM 000964 
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Sequence Source 


Accession Number 


NCBI 


X04217 


NCBI 


NM_002592 


NCBI 


NM_006198 


NCBI 


NM_002607 


NCBI 


NM_002608 


NCBI 


NM_016205 


NCBI 


NM_025208 


NCBI 


NM_006206 


NCBI 


NM_002609 


NCBI 


NM_006117 


NCBI 


NM_000291 


NCBI 


NM_002646 


NCBI 


NM_002645 


NCBI- 


M61906 


NCBI 


NM 006221 


NCBI 


NM_005400 


NCBI 


NM_000298 


NCBI 


NK-002659 


NCBI 


NM_005030 


NCBI 


NM_000534 


NCBI 


NM_000535 


NCBI 


NM_005037 


NCBI 


NM_003620 


NCBI 


NM_000926 


NCBI 


NM_006115 


NCBI 


NM_006115intl 


NCBI 


NM_006115int2 


NCBI 


NM_006115int3 


NCBI 


NM_006115int4 


NCBI 


NM_006115int5 


NCBI 


NM_002726 


NCBI 


NM_006254 


NCBI 


NM_002739 


NCBI 


NM_014109 


NCBI 


NM 003225 


NCBI 


NM_016125 


NCBI 


NM_000314 


NCBI 


NM_002820 


NCBI 


NM_007039 


NCBI 


NM_004219 


NCBI 


AK095529 


NCBI 


NM_031474 


NCBI 


NM 031465 


NCBI 


NM_004163 


NCBI 


NM_058216 


NCBI 


NM_003579 


NCBI 


NM_006267 


NCBI 


NM 000964 



oene j>ame 


Sequence ID 


KAKd 


xta a a i /z 1 c> 

NM_016152 


T3 A COT71 


ATA <C 

NM_007l82 


KdI 


xta a r\r\r\i 1 1 

NM_000321 




NJVL_UU5778 


Kr>r4 


XTA A A A/CT A A 

NM_UUo744 


ivbKLr 


XTA i\ A'-JOAI O 

NM__032918 


KrL 


NM_003056 


KrL4 


XTA vT AAOA1 ZT 

NM_002916 


rhoc 


XTA A AAC 1 /T*7 

NM_005 1 67 


K1Z,1 


XTA A" A 1 in 1 

NM_0 12231 


KJNase r 


KJNaseP 


DDT 1 n 


XTA A AAAftO 1 

NM_UUU981 


K-rL,r(J 


XTA A AA1 

NM_001002 


RPS6KB1 


ATA Jf 1 / 1 

NM_00316l 


T> T» A >T 1 

KKM1 


NM_001033 


T> T TXT A/" 1 

KUNX1 


XTA >■" f\f\ t *7 C A 

NM_001754 




XTA A A AO AA1 

NM_UU2997 


SEMA3B 


NM_004636 


OT7A / A ^T7 

SEMA3F 


XTA A AAA 1 O ZT 

NM_00418o 


CED DTXTr 1 1 


XTA A AAAAOO 

NM_0U04oo 


CTD 1 


XTA A A11T30 

NM__U1223o 


S LCI 9 A3 


XTA A Alfl/n 

NM 025243 


OT POA A 1 


XTA A AAC A 1 C 

NM__005415 


ISLC2A3 


XTA A AA/CA'5 1 

NM_0U693 1 


Smad4 


XTA A AAC1CA 

NM_UU5359 


SNRPF 


NM_003095 


SPRY1 


A T/AO^A/TA 

AK026960 


SPRY2 


XTA A AACOAO 

NM_005842 


ore 


XTA >T AAji'iO 

NM_004383 


CT A T1 

SI Al 1 


XTA A AAT5 1 C 

NM_007315 


STAT3 


XTA X AA1 1 Crv 

NM_003150 


OT 1 A TPC A 

STAT5A 


NM_003152 


O 1 A15B 


ATA K f\ 1 ^\ A A O 

NM_0 12448 


CTr i 


XTA A AA11 CC 

NM_003155 




AK027663 


oTC2 


XTA A AA1 *7 1 A 

NM_003714 


SIKH 


XTA A AAA A CC 

NM_000455 




xta Jf r\r\i n f\f\ 

NM_003600 


MK15 intron 1 


NM_003 oOOint l 


IS1K15 intron 2 


XTA A f\f\^ /AA- 4-^ 

NM_003 600int2 


ISTK15 intron 3 


NM__003 600int3 


blKlD intron 4 


XTA A AA^/CAA^i/l 

N M_UU3 6u0int4 


■S1K13 intron o 


NM_003600mto 


OTA jTV) 


XTA A AAC A A A 

NM_005940 


SUHWl 


NM_080740 


SURF6 


NM_006753 


Surfact Al 


NM_005411 


SURV 


NM 001168 





GHIallgenes2-03.txt 


Sequence Source 


Accession Number 


NCBI 


NM_016152 


NCBI 


NM_007182 


NCBI 


NM_000321 


NCBI 


NM_005778 


NCBI 


NM_006744 


NCBI 


NM_032918 


NCBI 


NM_003056 


NCBI 


NM_002916 


NCBI 


NM_005167 


NCBI 


NM_012231 


GHI Custom 


RNaseP 


NCBI 


NM_000981 


NC5I 


NM_001002 


NCBI 


NM_003161 


NCBI 


NM_001033 


NCBI 


NM_001754 


NCBI 


NM_002997 


NCBI 


NM_004636 


NCBI 


NM_004186 


NCBI 


NM_000488 


NCBI 


NM_012238 


NCBI 


NM_025243 


NCBI 


NM_005415 


NCBI 


NM_-006931 


NCBI 


NM_005359 


NCBI 


NM_003095 


NCBI 


AK026960 


NCBI 


NM_005842 


NCBI 


NM_004383 


NCBI 


NM_007315 


NCBI 


NM_003150 


NCBI 


NM_0031-52 


NCBI 


NM_0 12448 


NCBI 


NM_003155 


NCBI 


AK027663 


NCBI 


NM_003714 


NCBI 


NM_000455 


NCBI 


NM_003600 


NCBI 


NM_003600intl 


NCBI 


NM_003600int2 


NCBI 


NM_003600int3 


NCBI 


NM_003600int4 


NCBI 


NM_003600int6 


NCBI 


NM_005940 


NCBI 


NM_080740 


NCBI 


NM_006753 


NCBI 


NM 005411 


NCBI 


NM 001168 



Gene Name 
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Sequence ID 


Sequence Source 


Accession Number 


SXR 


NM_003889 


NCBI 


NM_003889 


SYK 


NM_003177 


NCBI 


NM_003177 


TAGLN 


NM_003186 


NCBI 


NM_003186 


TBD 


NM_0 16261 


NCBI 


NM_016261 


TBP 


NM 003194 


NCBI 


NM_003194 


TBX2 


NM_005994 


NCBI 


NM 005994 


TEK 


NM_000459 


NCBI 


NM_000459 


TERC 


U86046 


NCBI 


U86046 


TERT 


NM_003219 


NCBI 


NM_003219 


TFF3 


NM_003226 


NCBI 


NM_003226 


TFRC 


NM_003234 


NCBI 


NM_003234 


TGFA 


NM_003236 


NCBI 


NM_003236 


TGFbl 


NM_000660 


NCBI 


NM_000660 


TGFB3 


NM_003239 


NCBI 


NM_003239 


TGFBR2 


NM_003242 


NCBI 


NM_003242 


Thrombospondin 1 


NM_003246 


NCBI 


NM 003246 


Thymosin B 


NM_021992 


NCBI 


NM_021992 


TIE 


NM_005424 


NCBI 


NM_005424 


TEMPI 


NM_003254 


NCBI 


NM_003254 


TEMP2 


NM_003255 


NCBI 


NM 003255 


TIMP3 


NM_000362 


NCBI 


NM_000362 


TITF1 


NM_003317 


NCBI 


NM_003317 


TJP1 


NM_003257 


NCBI 


NM_003257 


TK1 


NM_003258 


NCBI 


NM_003258 


TNF 


NM_000594 


NCBI 


NM_000594 


TNFRSF11A 


NM_003839 


NCBI 


NM_003839 


TNFRSF1 IB 


NM_002546 


NCBI 


NM_002546 


TNFSF11 


NM_003701 


NCBI 


NM_003701 


TNFSF11 


NM_033012 


NCBI 


NM_033012 


TOP2A 


NM_001067 


NCBI 


NM_001067 


TOP2AF 


AF071738 


NCBI 


AF071738 


TOP2B 


NM_001068 


NCBI 


NM_001068 


TP 


NM_001953 


NCBI 


NM_001953 


TP53BP1 


NM_005657 


NCBI 


NM_005657 


TP53BP2 


NM_005426 


NCBI 


NM 005426 


TRAIL 


NM_003810 


NCBI 


NM 003810 


TS 


NM_001071 


NCBI 


NM_001071 


TSC2 


NM_000548 


NCBI 


NM_000548 


TULP3 


NM_003324 


NCBI 


NM_003324 


upa 


NM_002658 


NCBI 


NM_002658 


VCAM1 


NM_001078 


NCBI 


NM_001078 


VDR 


NM_000376 


NCBI 


NM_000376 


VEGF 


NM_003376 


NCBI 


NM_003376 


VEGFB 


NM_003317 


NCBI 


NM_003377 


VEGFC 


NM_005429 


NCBI 


NM_005429 


vim 


NM_OO3380 


NCBI 


NM_003380 


WISP1 


NM 003882 


NCBI 


NM 003882 


Wnt-5a 


NM 003392 


NCBI 


NM 003392 



Gene Name 

Wnt-5b 

wwox 

XIAP 

XIST 

YB-1 

ZNF217 



Sequence ID 

NM_032642 

NM_016373 

NM_001167 

M97168 

NM_004559 

NM 006526 



Sequence Source 

NCBI 
NCBI 
NCBI 
NCBI 
NCBI 
NCBI 
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NM_016373 

NM_001167 

M97168 

NM_004559 

NM 006526 
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